Korean L. leiolepis of the genus Leontopodium could be discriminate from the foreign L. alpinum using random amplified polymorphic DNA (RAPD). Among the 12 URP markers used for the detection, the URP-5 marker and the URP-7 marker detected polymorphic DNA bands, ranging from 400-1000 bp in the size of amplified DNA fragments.
Introduction
The genus Leontopodium belongs to the family Asteraceae (the daisy or sunflower family) and comprises approximately 30-40 species which are mainly distributed in Asia (Himalayas, Altai Mountains, Siberia, Japan, China, and Korea), with a major centre of biodiversity on the Tibetan Plateau. In Europe, the two species of L. alpinum (known as the common 'Edelweiss') and L. nivale are recognized to date (Blöcha et al. 2010; Safer et al. 2011; Khela 2013) . Leontopodium alpinum is distributed in the Pyrenees, the Alps, the Carpathians and the Balkan peninsula, whereas L. nivale is locally distributed in the Central Apennines in Italy and the Pirin Mountains in Bulgaria (Blöcha et al. 2010; Safer et al. 2011; Khela 2013 Korea. Leontopodium hallaisanense is distributed in high region of the Hallasan National Park, which is located in the southernmost island of South Korea. Distribution of L. seorakensis is restricted to only the Seoraksan National Park and it is recently described as a new species (Lee and Choi 2011; KBIC 2014 , Lim et al. 2012 .
It is relatively hard to identify species of the genus Leontopodium, because of the morphological similarity of the Leontopodium species. Thus, the objective of this study is to discriminate the two Korean endemic species of L. leiolepis and L. japonicum from a foreign species L. alpinum using random amplification of polymorphic DNA (RAPD) markers.
Materials and Methods
A total of nine individuals of L. leiolepis (5 individuals), L. japonicum (one individual), and L. alpinum (3 individuals) were used for this study. Genomic DNA was extracted from 
